
Col-0             26 LIDDDDVDEQSQEFQIQLNYQ                       DMAT- 

                     LIDDDDVDE+SQEFQ QL+ Q                       DM +  

                     LIDDDDVDEKSQEFQTQLDNQ                       DMTSC 

plech 14-5       298 tagggggggatcgtcaccgacGTCAGAT  Intron 1   CAGgaaat 

                     ttaaaataaacaatacataaa<0-----[361  :  427]-0>atcgg 

                     gttcttttgatagtgcattca                       tgcct 

Col-0             51 EEEDKLLDALLSKDGASIAKRLSNCCFAKFGGVGIFMAEQVSSSK     

                     EEEDK+LDAL SKDGASIAKRLS+          I+   Q    K     

                     EEEDKILDALFSKDGASIAKRLSH---------AIYNFYQ!MKIK     

plech 14-5       443 ggggaacggtttagggtagacctc         gatattc5aaaa     

                     aaaaattacttcaagcctcagtca         ctaataa tata     

                     gaacgatttgtcgtataatgtctt         tatccta ggag     

Col-0             96                        LFWRRDMQWRIGRLMRLPLTSLDFIR 

                                            LFWRRDMQWRIGRLMR  L S +FIR 

                                            LFWRRDMQWRIGRLMRSLLISXEFIR 

plech 14-5       553 GTGATGC  Intron 2   AAGtttaagactcagctactccattgtaa 

                     <0-----[553  : 1535]-0>ttgggataggtggttgctttcgattg 

                                            acgaatgagtcgggggagcttaacag 

Col-0            122 RRMLYPSFGTKHFLPLCNGK                              

                     RR L PSFGTKHFLPLC GK                              

                     RRKLCPSFGTKHFLPLCYGK                              

plech 14-5      1614 acattcttgaacttctttga                              

                     ggatgcctgcaattctgaga                              

                     aagacgatccaccgtgcttg

Col-0             26 LIDDDDVDEQSQEFQIQLNYQ                       DMAT- 

                     LIDDDDVDE+SQEFQ QL+ Q                       DM +  

                     LIDDDDVDEKSQEFQTQLDNQ                       DMTSC 

A.lyrata lyrata  298 tagggggggatcgtcaccgacGTCAGAT  Intron 1   CAGgaaat 

                     ttaaaataaacaatacataaa<0-----[361  :  427]-0>atcgg 

                     gttcttttgatagtgcattca                       tgcct 

Col-0             51 EEEDKLLDALLSKDGASIAKRLSNCCFAKFGGVGIFMAEQVSSSK     

                     EEEDK+LDAL SKDGASIAKRLS+          I+   Q    K     

                     EEEDKILDALFSKDGASIAKRLSH---------AIYNFYQ!MKIK     

A.lyrata lyrata  443 ggggaacggtttagggtagacctc         gatattc5aaaa     

                     aaaaattacttcaagcctcagtca         ctaataa tata     

                     gaacgatttgtcgtataatgtctt         tatccta ggag     

Col-0             96                        LFWRRDMQWRIGRLMRLPLTSLDFIR 

                                            LFWRRDMQWRIGRLMR  L S +FIR 

                                            LFWRRDMQWRIGRLMRSLLISXEFIR 

A.lyrata lyrata  553 GTGATGC  Intron 2   AAGtttaagactcagctactccattgtaa 

                     <0-----[553  : 1535]-0>ttgggataggtggttgctttcgattg 

                                            acgaatgagtcgggggagcttaacag 

Col-0            122 RRMLYPSFGTKHFLPLCNGK                              

                     RR L PSFGTKHFLPLC GK                              

                     RRKLCPSFGTKHFLPLCYGK                              

A.lyrata lyrata 1614 acattcttgaacttctttga                              

                     ggatgcctgcaattctgaga                              

                     aagacgatccaccgtgcttg









Col-0 2 SLKRVKHHGTKREDEE-----TRIARAGGFEPGCDGGVSDGIYGGFKKT 

+L RVKHHGTKREDEE TR ARAG FEPGCDGGVSDG YGGFKKT 

ALNRVKHHGTKREDEEEEAV!TRKARAGRFEPGCDGGVSDG!YGGFKKT 

A.lyrata lyrata 10 gcaagaccgaaagggggggg2acagcggctgcgtggggtgg2tggtaaa 

ctagtaaagcagaaaaaact cgacgcggtacggaggtcag aggtaac 

cacggactcagaatagaatg gaatataacacatcatggca tcatgag 

Col-0 46 SRFDSFVKWVFSKK 

SRFDSFVKWVFS++ 

SRFDSFVKWVFSEE 

A.lyrata lyrata 155 actgttgatgttgg 

ggtacttagttcaa 

tattccaggtcaga 

Col-0 2 SLKRVKHHGTKREDEE-----TRIARAGGFEPGCDGGVSDGIYGGFKKT 

+L RVKHHGTKREDEE TR ARAG FEPGCDGGVSDG YGGFKKT 

ALNRVKHHGTKREDEEEEAV!TRKARAGRFEPGCDGGVSDG!YGGFKKT 

plech 8-3 63 gcaagaccgaaagggggggg2acagcggctgcgtggggtgg2tggtaaa 

ctagtaaagcagaaaaaact cgacgcggtacggaggtcag aggtaac 

cacggactcagaatagaatg gaatataacacatcatggca tcatgag 

Col-0 46 SRFDSFVKWVFSKKIK 

SRFDSFVKWVFS+ K 

SRFDSFVKWVFSExKK 

plech 8-3 208 actgttgatgttgNaa 

ggtacttagttcaaaa 

tattccaggtcagaga

Col-0 2 SLKRVKHHGTKREDEE-----TRIARAGGFEPGCDGGVSDGIYGGFKKT 

+L RVKHHGTKREDEE TR ARAG FEPGCDGGVSDG YGGFKKT 

ALNRVKHHGTKREDEEEEAV!TRKARAGRFEPGCDGGVSDG!YGGFKKT 

plech 9-7 63 gcaagaccgaaagggggggg2acagcggctgcgtggggtgg2tggtaaa 

ctagtaaagcagaaaaaact cgacgcggtacggaggtcag aggtaac 

cacggactcagaatagaatg gaatataacacatcatggca tcatgag 

Col-0 46 SRFDSFVKWVFSKKIK 

SRFDSFVKWVFS++ K 

SRFDSFVKWVFSEEKK 

plech 9-7 208 actgttgatgttggaa 

ggtacttagttcaaaa 

tattccaggtcagaga 

Col-0 2 SLKRVKHHGTKREDEE-----TRIARAGGFEPGCDGGVSDGIYGGFKKT 

+L RVKHH TKREDEE TR ARAG FEPGCDGGVSDG YGGFKKT 

ALNRVKHHDTKREDEEEEAV!TRKARAGRFEPGCDGGVSDG!YGGFKKT 

plech 11-2 48 gcaagaccgaaagggggggg2acagcggctgcgtggggtgg2tggtaaa 

ctagtaaaacagaaaaaact cgacgcggtacggaggtcag aggtaac 

cacggactcagaatagaatg gaatataacacatcatggca tcatgag 

Col-0 46 SRFDSFVKWVFSKKIK 

SRFDSFVKWVFS+K K 

SRFDSFVKWVFSEKKK 

plech 11-2 193 actgttgatgttgaaa 

ggtacttagttcaaaa 

tattccaggtcagaga

Col-0 2 SLKRVKHHGTKREDEE-----TRIARAGGFEPGCDGGVSDGIYGGFKKT 

+L RVKHHGTKREDEE TR ARAG FEPGCDGGVSDG YGGFKKT 

ALNRVKHHGTKREDEEEEAV!TRKARAGRFEPGCDGGVSDG!YGGFKKT 

plech 13-4 97 gcaagaccgaaagggggggg2acagcggctgcgtggggtgg2tggtaaa 

ctagtaaagcagaaaaaact cgacgcggtacggaggtcag aggtaac 

cacggactcagaatagaatg gaatataacacatcatggca tcatgag 

Col-0 46 SRFDSFVKWVFSKKIK 

SRFDSFVKWVFS+ K 

SRFDSFVKWVFSExKK 

plech 13-4 242 actgttgatgttgNaa 

ggtacttagttcaaaa 

tattccaggtcagaga



Col-0              1 MTDAFLSNCHSIEPVLQEYPYRYFAHCLSR                    

                     MT AFL+NC S+ PVLQEY YRY+AHCLS                     

                     MTHAFLNNCDSMVPVLQEYSYRYLAHCLSE                    

A.lyrata lyrata    4 aacgtcaatgtagcgtcgtttctcgctttg                    

                     tcacttaagacttcttaaacagatcagtca                    

                     gatatactcccgggtaaatgtattgccaaa                    

Col-0             31                        VYTFGLGLVEMSVLVGQSFGVIS    

                                            VYTF  G+VEM+VLVG S+G IS    

                                            VYTFRPGVVEMNVLVGPSLG!IS    

A.lyrata lyrata   94 GTTTGTT  Intron 1   TAGgtatacggggaagcggcatg4at    

                     <0-----[94   :  433]-0>tactgcgttatatttgcgtg tc    

                                            tcgtacataggccgtaatac cg    

Col-0             54                           VLGNFVEPEESSKVIGN       

                                               VLGNFVEPE SSKVIGN       

                                R:R[agg]       VLGNFVEPE-SSKVIGN       

A.lyrata lyrata  504 AGGTAAAGA  Intron 2   CAGGgtgatggcg atagaga       

                       <2-----[506  :  753]-2> ttgattaca gcattga       

                                               agattgagg tcagtgc

Col-0              6 LSNCHSIEPVLQEYPYRYFAHCLSR                       V 

                     L+ C S+EPVLQEY YRY+AHCLS                        V 

                     LNICDSMEPVLQEYSYRYLAHCLSE                       V 

plech 11-2         3 taatgtagcgtcgtttctcgctttgGTTTGTT  Intron 1   TAGg 

                     tatgactacttaaacagatcagtca<0-----[78   :  413]-0>t 

                     actcccgggtaaatgtattgccaaa                       t 

Col-0             32 YTFGLGLVEMSVLVGQSFGVIS                          V 

                     YTF  G+VEM+VLVG S+G IS                          V 

                     YTFRPGVVEMNVLVGPSLG!IS           R:R[agg]       V 

plech 11-2       417 tatacggggaagcggcatg4atAGGTAAAGA  Intron 2   CAGGg 

                     actgcgttatatttgcgtg tc  <2-----[486  :  733]-2> t 

                     cgtacataggccgtaataa cg                          a 

Col-0             56 LGNFVEPEESSKVIGN                                  

                     LGNFVEPE SSKVIGN                                  

                     LGNFVEPE-SSKVIGN                                  

plech 11-2       738 tgatggcg atagaga                                  

                     tgattaca gcattga                                  

                     gattgagg tcagtgc 



Col-0              1 MIEMVNDNWRSGPRERSMYFWKVGHFEALPVSIHMKLAFLCLYGLSLRF 

                     MIEMVNDN RSGPRERSMYFWK      LPVSIHMK A+LC YGLSLRF 

                     MIEMVNDNXRSGPRERSMYFWK!-----LPVSIHMKWALLC!YGLSLRF 

A.lyrata lyrata   11 aagagagataagccgaaattta2     ccgtacaatgttt2tgcatct 

                     ttattaaaggggcgaggtatga      tctctatagcttg agtgtgt 

                     gtaggtttaatgaggatgctga      ttacccgggaggt ccatgtt 

Col-0             50 YLLRNESCLLV                                       

                      LLRNESCLLV                                       

                     !LLRNESCLLV                                       

A.lyrata lyrata  141 2ctaagttccg                                       

                      ttgaacgttt                                       

                      cgatatcttt 

Col-0              1 MIEMVNDNWRSGPRERSMYFWKVGHFEALPVSIHMKLAFLCLYGLSLRF 

                     MIEMVNDN RSGPRERSMYFW       LPVSIHMK A+LC YGLSLRF 

                     MIEMVNDNXRSGPRERSMYFW!-----xLPVSIHMKWALLC!YGLSLRF 

plech 11-2        66 aagagagataagccgaaattt2     Nccgtacaatgttt2tgcatct 

                     ttattaaaggggcgaggtatg      ctctctatagcttg agtgtgt 

                     gtaggtttaatgaggatgctg      tttacccgggaggt ccatgtt 

Col-0              50 YLLRNESCLLV                                       

                      LLRNESCLLV                                       

                     !LLRNESCLLV                                       

plech 11-2       196 2ctaagttccg                                       

                      ttgaacgttt                                       

                      cgatatcttt






